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Fig.1. A general diagram of the Al-powered biological age model.
Top Left: A small blood sample is analyzed to measure 22 key steroids,
and the data is fed into an Al system to calculate biological age.

Top Right: The Al-predicted biological age (BA) shows a general cor-
relation with chronological age (CA) , but individual differences widen
over time.

Bottom: Using the metaphor of a “river widening as it flows down-
stream,” the illustration visualizes how biological age evolves with the
passage of time.
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Fig. 2. Visualization of the DNN model constructed on pathways of steroidogenesis.

Sex-specific variations in steroid pathways for female and male models. Distinct colors are used to represent different steroid classes in the steroid
labels. Connection weights reflect the influence of hierarchical steroidogenic pathways on BA prediction. Node influence reflects the average con-
tribution of each node as it propagates through the pathway network. Component types illustrate the various sources of endogenous and exoge-
nous influences. Bias, contribution from external pathways; Input, initial concentration; Join, summarized contributions from upstream metabolites.
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