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Figure 1. Human rotavirus reverse genetics system
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Figure 2. Generation of recombinant viruses lacking C-terminal region
of NSP1. (A) Schematic presentation of the plasmid encoding the NSP 1
gene used for recovery of recombinant virus. (B) Electropherotype of
rsOdelia-NSP1-A166. (C) Viral replication of NSP1 mutant in MA104
cells and HT29 cells.
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